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AAGCTTTAAAGGCAAGGGAMGACAACAATTCCAA -2040 

CTATTCCAAAAACACATCAMGTTATGTGATTCATATCTTTAATTATCTW -1950 

TTATATGAAATATTTTGTAGGTAAAAGGGACTAAGAATAACCTCCGCAAC^ -1860 

AGAAG GAAG TG GA CAAC AC AG AAAA CT AA GTTC C C C C AC TT AA CTTC TTGG TTTG GGTG ACG ACTTC CTTTAC AA TTTA TACTCTAA GG A -1770 

AATACAmGACAaaAGATGGGTTGCAmGCTCATATAriTrTAAGTAATAATACCCACTTCAAUJ rTTTTGTTTTTTGl iGTTGTG -1680 

CAGT AGATGA TAAGATGGATCATTTC TCAAGGCC CTTATGCAAAGACATAAGATCCATATACTC CACC AAGA TTGCTTTACATCTAACCA -1590 

AGTTAATGAATTTAAATTCTTCGAAACAATTATTTCCTACCAAAGGAAGTTTATATGCACA -1500 

TACATGTTTCTGTTATACAAGATTAGAATTTGGAITTCT^ -1410 

CAGGTTCCTCCTTCAAACTCATACACTTGGTTGAGTGAGAATTO -1320 

TATCTGAGTGAGAATTTTGGTCCTCGACCTCAACAAGATAGATTTGATGGGTCATCACGACGGGAAGCATTC^ -1230 

ACC CAAACAAGTGAGAGAGACATCACATATCAACCAAAACCTTAAGGTGATAGGTGT ATGAGTTCTCrTACTTATAAAGTGCTCAACCTC -1140 
- 

CACTTTTCTAAGCAATGTGTGACTTAGAA CTCACACTTA -1050 

AGTTCATTCGCTATGTCCCCCTCAAGTGGAATCTCTTrCATCCGCATGCTT^^ -960 

TTCAATGGGACACGCTGCCTGACCAC^ATGTCAAGAAGACTTTTGACACMGGAGTCGG -870 

AATAGATCACTTTGAATGGATATCATTCATACTATATCAAACATTTACGTAMGATAA -780 

C ATCTCTCTTATTATATTAATAAAATGTAAAGAAAAATATAGTAT {a AAAGTAACACATA TTTTGATAAA TTTATTACTAAAACTATTTTc] -690 
12 bp element 

[TAGTACTTGTTAATCATGTCTGAGfoT^ -600 

TGTCGGTGCAAAA AATGAA ACCCCAAACTTGTGATATTGTGTCGACTGCTC CGTC GC TACATTGAAATTAATGAATGTTCTTTTATAACG -510 

TTTGTCTATGCCGTATTACCCATATGGTCACTAGAATGGGACAATGAATTTAATATATATCTGTC -420 

GTATC GTAAATGGT AGGACATACTCATGCTACACAATTATATCATCACTGGTCAA TCACTGCTCAATGTGTTTTCTCTTCCCATGAATTC -330 

ACATTGCTAAAGAAAATTACCACCTTAAAATGTTTATCCCTTGCACACAT^ -240 

CATACATATTCAATCMTTATTTTTGCATTTTCAAAAACTAAA - 150 

TATCC TAGTCTTC AACCACTC AATAATTC ACAATTTCC AAATCC CTTGCAAAAC ATCACAAC CTCTAGAAACTTTGATTAATAATC TAAT -60 

TATA box transcriptional start site 

A AAAGCAAT AA TA TG AT ATCT AAAC AA TATCAC CA|T ATATGt|t ATGA TATAATATGA TG(c|a GC AA TACACTTAATTTGGTAAAGC ATTAA 3 1 

AGCGAGACAACTCTATTAACACCGGTAATTCAACAACCGI 101 i GTCGAGTTCATGTTTTCTTCCAACTCTTTTCC 1 1 I ICCTTTACTTT 121 

ATTTATTTCTCCT ACTTACCTTTTCTACTAATATATACT ATCTCTGTGMCCTCTTTTTGATCTTGACAAGAAAATGAACCAAGAAATG 211 

1 M N Q E M 

AATGt AGTAGAAGCTGAAAAGCTTCAAGAAAAAATAGATTATGTGTTTAAGGTTGTCGTGATTGGTGATTC TGCAGT AG GA AAAACTCAA 301 

6NGVEAEKIQEKI DYVFKVVVIGDSAVGKTQ 

ATATTGTCGAGGTTTACAAAGAATGAGTTCTGTTTTGACTCAAAATCAA 391 
36ILSRFTKN EFCF0SKSTIGVEFQTKTVTIN 

T 

66GKL IKAQIWOTAGQER 

TACATTGTGTGGGAATAAC ATCTGC ATCTGC ATCTGAATCTCTGC AACACC GACATCTCTAAAAAAAATGTGTCTGTGTCACAGATACTA 571 

T 

TGATTATGTCTGATTTATTATTTTTCAGGTATAGAGCGGTGACMGT 661 
82 YRAVTSAYYRGALGAMLVYDI 

TAACTAAAAGACAAACATTTGATCATGTTGCTAGATGGGTTGAK^ 751 
103 TKRQTFDHVARWVEELRSHADGSIVIMLIG 

GTAACAMGGTGATCTTGTGGACCAAAGAGGTGTAGVGACTGAAGATGCGGTTGAGTTTGCAW ! 1 1 1 CTCAGAAA 841 

133 NKGDLVOQRGVQTEOAVE FAEDQGLFF SET 

CTTCTGCTTTTAGTGGTGAAAATGTGAACTCTGCTTTTCTCMGTTGCr^ 931 
163 SAFSGENVNSAFIKIIQEINKVVSKRSIEC 

GTAATAATGGGATTAAGGGMATGGTAATCATGATGTTGCAGCACTTAAAGGGGAGA 102 1 

193 NNGIKGNGNHOVAALKG'EKIOIISASEIEI 

TTAGTGAAATCAAGAMTTGCA1TCATGTTCTTGTTXATCTAAACAA W TATA TTAC AAAAAAAAATCATTCAAATGTGA 1111 

223 SEIKKLHSCSC 

TCAGAATTGAAGAGCTTTTACTTAI 1 1 101 I ICTGTTTGGGTGAATTACAGTAATGATTTTTACAl 1 1 1 1 1 1 1 AGATCCTAATTCTTTCT 1201 

CCTTGTATCI 1 1 1 1 ATTTTAAGA TTTTATATTGAGGTTAAA TTGTTTGTCTAGTTGTTTGTCTAA TTATATTTTAAAATTTTAAAAGCTT 1291 

GATATCGAATTCCTGCAGCCC 1312 
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Fig. 4 
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Fig. 5 
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Fig. 6 
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Fig. 7 
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CAGACTCCTAAAATGTCAfTTATTTCTTTGCT 
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******** **** * *************** 
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